Supplementary Figure 2 . mRNA expression of T-lymphocyte markers according to human epidermal growth factor receptor 2 (HER2) status using variables of clinical attribute in the The Cancer Genome Atlas (TCGA) Provisional dataset. Plots were derived from the cBioPortal for Cancer Genomics. According to IHC-HER2 variable of the TCGA dataset, mRNA expression of (A) CD4, (B) CD8A, and (C) FOXP3 is presented and using HER2 fluorescence in situ hybridization (FISH) status variable of a dataset, mRNA expression of (D) CD4, (E) CD8A, and (F) FOXP3 is shown. IHC = immunohistochemistry; V2 = version 2; RSEM = RNA-Seq by Expectation Maximization. 
